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Supplementary Figure 1. Genomic location of investigated CpGs. 
UCSC Genome Browser (https://genome.ucsc.edu/index.html) schematic representation depicting genomic localization of target sequence containing CpG(s) of interest for candidate genes, a) NR3C1, b) HSD11B1, c) HSD11B2, and d) FKBP5. Figure contains chromosomal position, nucleotide scale, and gene of interest (blue), which contains introns (arrowed lines, arrow direction depicts directionality of transcription) and exons (solid blue blocks), and CpG island distribution (solid green blocks). Genomic target sequence displayed below each schematic, including flanked chromosomal positions at the 5’ and 3’ positions, and investigated CpGs of interest (highlighted in red).
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