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Supplementary Table 2 Amount of Operational Taxonomic Units (OTUs) before and after filtering. For the mock libraries (A, B, and C). OTUs that were chimeric were removed, and OTUs that matched ≤95% to one of the mock community members were considered to be a weak consensus match and were also removed. 
	Barcoded Library
	Similarity Cut-off (%)
	OTUs before filtering
	OTUs after filtering

	Mock A
	92
	61
	41

	Mock A
	90
	83
	51

	Mock A
	88
	67
	37

	Mock B
	92
	61
	41

	Mock B
	90
	70
	48

	Mock B
	88
	61
	38

	Mock C
	92
	53
	41

	Mock C
	90
	65
	38

	Mock C
	88
	58
	36







